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Japanese plum exhibits gametophytic self-incompatibility. This mechanism is 
genetically determined by a locus (S) with multiple alleles. This locus encodes an allele­
specific S-RNase, which is expressed in the style, and that inhibits the growth of pollen 
tubes with the same S allele. Since Japanese plum varieties are self-incompatible it is 
necessary to use pollinator varieties to obtain fruit set. In this work, the S-alleles of 45 
Japanese plum varieties were determined by PCR amplification of the S-RNase. The S­
alleles of 38 of these varieties had not been described befare. These results allowed 
grouping the varieties in 10 Incompatibility Groups, of which 4 are new, and the 
identification of a new S allele, So. Microscopy observation of pollen tube growth in 
self- and cross-pollinations among varieties of the different incompatibility groups, 
allowed to confrrm the Incompatibility Groups of the varieties analysed. 

148 

• 

• 

• 

• 
- - -- - - -- _ ___ _ _ _ _ _ _ _ _ _ _ _________ _ ___ _j 


