o1 |==GOBIERNO 3 sttt n &
® Cita B\ sl INIA s 1 2wl (-
¥l S Gl Departamento de Inn k—a Unlver5|dad Za ragoza Instituto Nacional de Investigacion VIRTUAL aaad O 1 6 1

W IO O MSTAGON ¥ LG Investigacién y Univ ld d y Tecnologia Agraria y Alimentaria 9-10-11 December a8 -
16-17-18 December

Gene expression analysis shows differences in cold
acclimation between three almond cultivars
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Late spring frosts can become one of the limiting factors of the almond (Prunus
dulcis [Mill.]) crop preventing the expansion of cultivation area towards the harsher
climate. Frost can damage up to 90% of the harvest.

In this work 46 genes involved in key cold-response pathways such as kinase- 1)
response, cold-regulated genes (COR) and brassinosteroids-response were analysed to ///’,/
elucidate the potential tolerance to cold in almond and thus, identify biomarkers that wgi ////
could be used in Prunus breeding programs. oo (1]
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Therefore, branches from three almond cultivars: 'Desmayo Largueta’, 'Marcona’, @";g

and 'Guara’, one of the most planted cultivars in Spain during the last 20 years, were
exposed at -4 °C during 24 h in a constant climate chamber. The gRT-PCR Fluidigm
technology was used to study the relative expression of 46 candidate genes previously H <2 GRT-PCR Analysis

identified in silico. + '
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Asterisks indicate significantly different expression values (* : p < 0.05; ***: p <0.001) for each genotype with respect to 0 " I ﬁ : I I : I I : :

h following the Student’s t-test. Error bars represent the standard error of the mean. oh 2h 4n 6h 24h
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The S|gn|f|cant |€V€|S Of expreSSIOn fOl_'Ind In Other funCt!OnaI genes Asterisks indicate significantly different expression values (* : p < 0.05; ***: p <0.001) for each genotype with respect to 0
(MTP9_1, MTPB and CLO) reveal a potentially relevant role in response h following the Student’s t-test. Error bars represent the standard error of the mean.

to cold. 'D. Largueta' shows an early response to cold from 4 h. However,
'Marcona’ perceives later this signal stress, at 24 h. This would indicate the
potential for cold tolerance of 'D. Largueta' with respect to 'Marcona’.
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